CLAIMS : 

1 . An isolated nuc^ic acid molecule comprising a poly- or oligonucleotide selected from the group 
consisting of: 

(a) a polynucleotide encoding a polypeptide having at least about 80% sequence identity with any 
5 amino acid sequence selected from the group consisting of: amino acids 1 to 193 of SEQ ID NO: 4, amino 

acids 1 to 236 of SEQ ID NO:6, amino acids 1 to 61 of SEQ ID NO: 8, amino acids 1 to 92 of SEQ ID 
NO:12, amino acids 1 to 86 of SEQ ID NO:14, amino acids 1 to 36 of SEQ ID NO:16, amino acids 1 to 83 
of SEQ ID NO: 18, amino acids 1 to 82 of.SEQ ID NO:20, amino acids 1 to 462 of SEQ ID NO:22, amino 
acids 1 to 170 of SEQ ID NO:24, amino acids -26 to 233 of Fig. 13 (amino acids 1 to 259 of SEQ ID NO: 

10 26), amino acids 1 to 30 of SEQ ID NO:28, amino acids 1 to 30 of SEQ ID NO:35, amino acids 1 to 100 of 
SEQ ID NO:37, amino acids 1 to 65 of SEQ ID NO:39, amino acids 1 to 46 of SEQ ID NO:43, amino 
acids 1 to 313 of SEQ ID NO:46, ammo\acids 1 to 58 of SEQ ID NO:51, amino acids -35 to 387 of Fig. 29 
(amino acids 1 to 422 of SEQ ID NO: 53), amino acids 1 to 58 of SEQ ID NO:55, amino acids 1 to 52 of 
SEQ ID NO:57, amino acids 1 to 245 of SEQ ID'NO:59, amino acids 1 to 142 of SEQ ID NO:63, amino 

15 acids 1 to 49 of SEQ ID NO:67, amino aciVuo 70 of SEQ ID NO:69, amino acids 1 to 113 of SEQ ID 
NO: 72, and amino acids 1 to 97 of SEQ/k) NO:76; or a transmembrane domain (membrane spanning 
segment/region) deleted or inactivated variant thereof; 

(b) a polynucleotide encoding aj polypeptide of amino acids 1 to 233 of SEQ ID NO: 26, or amino 



acids 1 to 387 of SEQ ID NO: 53; 
J|j 20 (c) a polynucleotide encoding ammo-acids^ to 203 of SEQ ID NO: 2, amino acids 1 to 193 of 

a SEQ ID NO: 4, amino acids 1 to 236 of SEQ ID NO:6, amino acids 1 to 61 of SEQ ID NO: 8, amino acids 

H 1 to 79 of SEQ ID NO: 10, amino acids 1 to 92 of SEQ ID NO:12, amino acids 1 to 86 of SEQ ID NO:14, 

LiJ ■ \ 

^ amino acids 1 to 36 of SEQ ID NO: 16, amino acids 1 to 83 of SEQ ID NO: 18, amino acids 1 to 82 of SEQ 

4= ID NO:20, amino acids 1 to 462 of SEQ ID NO:22, amino acids 1 to 170 of SEQ ID NO:24, amino acids 

J;j 25 -26 to 233 of Fig. 13 (amino acids 1 to 259 of SEQ ID NO:26), amino acids 1 to 30 of SEQ ID NO:28, 
amino acids 1 to 39 of SEQ ID NO:30, amino acids 1 to 541 of SEQ ID NO: 33, amino acids 1 to 30 of 
SEQ ID NO:35, amino acids 1 to 100 of SEQ ID NO:37, amino acids 1 to 65 of SEQ ID NO:39, amino 
acids 1 to 42 of SEQ ID NO:41, amino acids 1 to 46 of SEQ ID NO:43, amino acids 1 to 313 of SEQ ID 
NO:46, amino acids 1 to 58 of SEQ ID NO:51, amino acids*-35 to 387 of Fig. 29 (amino acids 1 to 422 of 
30 SEQ ID NO:53), amino acids 1 to 58 of SEQ ID NO:55, amino acids 1 to 52 of SEQ ID NO:57, amino 
acids 1 to 245 of SEQ ID NO:59, amino acids 1 to 142 of SEQ ID NO:63, amino acids 1 to 49 of SEQ ID 
NO:67, amino acids 1 to 70 of SEQ ID NO:69, amino acids 1 to\ 13 of SEQ ID NO: 72, and amino acids 1 
to 114 of SEQ ID NO:74, and amino acids 1 to 97 of SEQ ID NO:76; or a transmembrane domain 
(membrane spanning segment/region) deleted or inactivated variant\thereof. 
35 (d) a polynucleotide hybridizing under stringent conditions with the complement of the coding 

region of SEQ ID NO: 1, wherein said polynucleotide encodes a polypeptide having at least one biological 
activity of the polypeptide encoded by clone P00184_D11 (SEQ ID NO: 1), a polynucleotide hybridizing 
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under stringent conditions with the complement of the coding region of SEQ ID NO: 3, wherein said 
polynucleotide encodes V polypeptide having at least one biological activity of the polypeptide encoded by 
clone P0O185D11 (SEQ ID NO: 3); a polynucleotide hybridizing under stringent conditions with the 
complement of the coding\ region of SEQ ID NO: 5, wherein said polynucleotide encodes a polypeptide 
5 having at least one biological activity of the polypeptide encoded by clone P00188_D12 (SEQ ID NO: 5), a 
polynucleotide hybridizing ur^der stringent conditions with the complement of the coding region of SEQ ID 
NO: 7, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 
polypeptide encoded by clone PG0188_E01 (SEQ ID NO: 7), a polynucleotide hybridizing under stringent 
conditions with the complementW the coding region of SEQ ID NO: 9, wherein said polynucleotide 

10 encodes a polypeptide having at\ least one biological activity of the polypeptide encoded by clone 
P00194_G01 (SEQ ID NO: 9),\a polynucleotide hybridizing under stringent conditions with the 
complement of the coding region of ^SEQ ID NO: 1 1, wherein said polynucleotide encodes a polypeptide 
having at least one biological activity of the polypeptide encoded by clone P00194_G05 (SEQ ID NO: 1 1), 
a polynucleotide hybridizing under stringent conditions with the complement of the coding region of SEQ 

15 ID NO: 13, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 
polypeptide encoded by clone P00194_H10 (SEQ ID NO: 13), a polynucleotide hybridizing under stringent 
conditions with the complement of the coding region^olySEQ ID NO: 15, wherein said polynucleotide 
encodes a polypeptide having at least one biological/ activity of the polypeptide encoded by clone 
P00199_D08 (SEQ ID NO: 15), a polynucleotide hybridizing under stringent conditions with the 

20 complement of the coding region of SEQ ID^NO: 17, wherein said polynucleotide encodes a polypeptide 
having at least one biological activity of the polypeptide encodedby clone P00203JD04 (SEQ ID NO: 17), 
a polynucleotide hybridizing under stringent conditions with^the complement of the codin region of SEQ 
ID NO: 19, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 
polypeptide encoded by clone P00203_EQ6_j£EQ ID NO: 19), a polynucleotide hybridizing under 

25 stringent conditions with the complement of the coding region of SEQ ID NO: 21, wherein said 
polynucleotide encodes a polypeptide having at least one biological activity of the polypeptide encoded by 
clone P00209_F06 (SEQ ID NO: 21), a polynucleotide \hybridizing under stringent conditions with the 
complement of the coding region of SEQ ID NO: 23, wherein said polynucleotide encodes a polypeptide 
having at least one biological activity of the polypeptide encoded by clone P00219_D02 (SEQ ID NO: 23), 

30 a polynucleotide hybridizing under stringent conditions with the complement of the codin region of SEQ 
ID NO: 25, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 
polypeptide encoded by clone P00219_F06 (SEQ ID NO: 25), a polynucleotide hybridizing under stringent 
conditions with the complement of the coding region of SEQ ID\NO: 27, wherein said polynucleotide 
encodes a polypeptide having at least one biological activity of\the polypeptide encoded by clone 

35 P00220_H05 (SEQ ID NO: 27), a polynucleotide hybridizing urider stringent conditions with the 
complement of the coding region of SEQ ID NO: 29, wherein said polynucleotide encodes a polypeptide 
having at least one biological activity of the polypeptide encoded by clone P(^0222_G03 (SEQ ID NO: 29), 
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a polynucleotide hybridizing under stringent conditions with the complement of the polynucleotide of SEQ 

ID NO: 31 (clone P0022B_F07), a polynucleotide hybridizing under stringent conditions with the 

complement of the coding region of SEQ ID NO: 32, wherein said polynucleotide encodes a polypeptide 

having at least one biological activity of the polypeptide encoded by clone P00225_C01 (SEQ ID NO: 32), 

5 a polynucleotide hybridizing under stringent conditions with the complement of the coding region of SEQ 

ID NO: 34, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 

polypeptide encoded by clone P00227_D11 (SEQ ID NO: 34), a polynucleotide hybridizing under 

stringent conditions with the complement of the coding region of SEQ ID NO: 36, wherein said 

polynucleotide encodes a polypeptide^having at least one biological activity of the polypeptide encoded by 

10 clone P00228_F03 (SEQ ID NO: 36), a polynucleotide hybridizing under stringent conditions with the 

complement of the coding region of SE^J ID NO: 38, wherein said polynucleotide encodes a polypeptide 

having at least one biological activity of the polypeptide encoded by clone P00233_H08 (SEQ ID NO: 38), 

\ 

a polynucleotide hybridizing under stringent conditions with the complement of the coding region of SEQ 
ID NO: 40, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 

15 polypeptide encoded by clone P00235_G08 (SEQ ID NO: 40), a polynucleotide hybridizing under 
stringent conditions with the complement of the coding region of SEQ ID NO: 42, wherein said 
polynucleotide encodes a polypeptide having at least one biological activity of the polypeptide encoded by 
clone P00239 C11 (SEQ ID NO: 42), a polynucleotide hybridizing under stringent conditions with the 
complement of the polynucleotide of SEQ ID NO: 44 (clone P00240_B04), a polynucleotide hybridizing 

20 under stringent conditions with the complement of the coding region of SEQ ID NO: 45, wherein said 
polynucleotide encodes a polypeptide having at least one, biological activity of the polypeptide encoded by 
clone P00240_E05 (SEQ ID NO: 45), a polynucleotide hybridizing under stringent conditions with the 
complement of the polynucleotide of SEQ ID NO: 47^ (clone P00241_E12), a polynucleotide hybridizing 
under stringent conditions with the complement of "the polynucleotide of SEQ ID NO: 48 (clone 

25 P00245_D06), a polynucleotide hybridizing under stringent conditions with the complement of the 
polynucleotide of SEQ ID NO: 49 (clone P00246_D12), a polynucleotide hybridizing under stringent 
conditions with the complement of the codin^egic^ ID NO: 50, wherein said polynucleotide 

encodes a polypeptide having at least one biological activity of the polypeptide encoded by clone 
P00247_A04 (SEQ ID NO: 50), a polynucleotide hybridizing under stringent conditions with the 

30 complement of the coding region of SEQ ID NO: 52, whereinWid polynucleotide encodes a polypeptide 
having at least one biological activity of the polypeptide encoded'by clone P00248_B04 (SEQ ID NO: 52), 
a polynucleotide hybridizing under stringent conditions with the complement of the coding region of SEQ 
ID NO: 54, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 
polypeptide encoded by clone P00249_F09 (SEQ ID NO: 54), a polynucleotide hybridizing under stringent 

35 conditions with the complement of the coding region of SEQ ID NO: 56, wherein said polynucleotide 
encodes a polypeptide having at least one biological activity of tile polypeptide encoded by clone 
P00258_A10 (SEQ ID NO: 56), a polynucleotide hybridizing under stringent conditions with the 
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complement of the coding region of SE(ftlD NO: 58, wherein said polynucleotide encodes a polypeptide 
having at least one biological activity of the polypeptide encoded by clone P00262_C10 (SEQ ID NO: 58), 
a polynucleotide hybridizing under stringent conditions with the complement of the polynucleotide of SEQ 
ID NO: 60 (clone P00263_ G06), a polynucleotide hybridizing under stringent conditions with the 
5 complement of the polynucleotide of SEQiID NO: 61 (clone P00267_F08) , a polynucleotide hybridizing 
under stringent conditions with the complement of the coding region of SEQ ID NO: 62, wherein said 
polynucleotide encodes a polypeptide having at least one biological activity of the polypeptide encoded by 
clone P00269 H08 (SEQ ID NO: 62), a polynucleotide hybridizing under stringent conditions with the 
complement of the polynucleotide of SEQ ID^SfO: 64 (clone P00312_C04), a polynucleotide hybridizing 
10 under stringent conditions with the complement of the polynucleotide of SEQ ID NO: 65 (clone 
P00324_H02) } a polynucleotide hybridizing under stringent conditions with the complement of the coding 
region of SEQ ID NO: 66, wherein said polynucleotide encodes a polypeptide having at least one 
biological activity of the polypeptide encoded by clone P00628_H02 (SEQ ID NO: 66), a polynucleotide 
hybridizing under stringent conditions with the complement of the coding region of SEQ ID NO: 68, 
15 wherein said polynucleotide encodes a polypeptide having at least one biological activity of the polypeptide 

encoded by clone P00629 C08 (SEQ ID NO: 68), a polynucleotide hybridizing under stringent conditions 

ft] ~ \ 

f'l with the complement of the polynucleotide of SEQ4D NO: 70 (clone P00634_G11), a polynucleotide 

'%Q hybridizing under stringent conditions with the complement of the coding region of SEQ ID NO: 71, 



*If wherein said polynucleotide encodes a polypeptide havihg>at least one biological activity of the polypeptide 

ah, / \ 

If I 20 encoded by clone P00641_G1 1 (SEQ ID NO: 71), a polynucleotide hybridizing under stringent conditions 

s with the complement of the coding region of SEQ Id\nO: 73, wherein said polynucleotide encodes a 

s s polypeptide having at least one biological activity, of the polypeptide encoded by clone P00648_E12 (SEQ 

Lie J 

M ID NO: 73), a polynucleotide hybridizing unde| stringent iconditions with the complement of the coding 

4; region of SEQ ID NO: 75, wherein said polynucleotide encodes*^ polypeptide having at least one 

25 biological activity of the polypeptide encoded by VlraeP006g7^C03 (SEQ ID NO: 75); 

(e) a polynucleotide encoding at least about 50 contiguous amino acids from amino acids 1 to 148 
of SEQ ID NO: 2, wherein said polynucleotide encodes a polypeptide having at least one biological activity 
of the polypeptide encoded by clone P00184_D11 (SEQ ID NO: 1), a polynucleotide encoding at least 
about 50 contiguous amino acids from amino acids 1 to 193 of SEQ ID NO: 4, wherein said 

30 polynucleotide encodes a polypeptide having at least one biological activity of the polypeptide encoded by 
clone P00185_D11 (SEQ ID NO: 3); a polynucleotide encoding at least about 50 contiguous amino acids 
from amino acids 1 to 236 of SEQ ID NO: 6, wherein said polynucleotide encodes a polypeptide having at 
least one biological activity of the polypeptide encoded by clone 1 , POO 188_D 12 (SEQ ID NO: 5), a 
polynucleotide encoding at least about 50 contiguous amino acids from^amino acids 1 to 61 of SEQ ID NO: 

35 8, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 
polypeptide encoded by clone P00188_E01 (SEQ ID NO: 7), a polynucleotide encoding at least about 50 
contiguous amino acids from amino acids 1 to 79 of SEQ ID NO: 10, wherein said polynucleotide encodes 
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a polypeptide having^at least one biological activity of the polypeptide encoded by clone P00194_G01 
(SEQ ID NO: 9), a polynucleotide encoding at least about 50 contiguous amino acids from amino acids 1 
to 92 of SEQ ID NO: 12, wherein said polynucleotide encodes a polypeptide having at least one biological 
activity of the polypeptide encoded by clone P00194_G05 (SEQ ID NO: 1 1), a polynucleotide encoding at 
5 least about 50 contiguous amino acids from amino acids 1 to 86 of SEQ ID NO: 14, wherein said 
polynucleotide encodes a polypeptide having at least one biological activity of the polypeptide encoded by 
clone P00194 H10 (SEQ ID NO: 13), a polynucleotide encoding at least about 50 contiguous amino acids 
from amino acids 1 to 36 of SEQ ID NO: 16, wherein said polynucleotide encodes a polypeptide having at 
least one biological activity of the polypeptide encoded by clone P00199_D08 (SEQ ID NO: 15), a 

10 polynucleotide encoding at least abouNsO contiguous amino acids from amino acids 1 to 83 of SEQ ID 

\ 

NO: 18, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 

polypeptide encoded by clone P00203_D04 (SEQ ID NO: 17), a polynucleotide encoding at least about 50 

contiguous amino acids from amino acids 1 \n 82 of SEQ ID NO: 20, wherein said polynucleotide encodes 

*~ \ 
a polypeptide having at least one biological ^activity of the polypeptide encoded by clone P00203_E06 

□ 15 (SEQ ID NO: 19), a polynucleotide encoding at\least about 50 contiguous amino acids from amino acids 1 

to 462 of SEQ ID NO: 22, wherein said polynucleotide encodes a polypeptide having at least one biological 

Ell activity of the polypeptide encoded by clone P00209_F06 (SEQ ID NO: 21), a polynucleotide encoding at 

least about 50 contiguous amino acids from amino\ acids 1 to^70^9i>SEQ ID NO: 24, wherein said 

~U polynucleotide encodes a polypeptide having at least one biological activity of the polypeptide encoded by 

ill 20 clone P00219_D02 (SEQ ID NO: 23), a polynucleotide encoding at least about 50 contiguous amino acids 

s from amino acids -26 to 233 of Fig. 13 (amino acids' x l to 259 of SEQ ID NO: 26), wherein said 

jjjl polynucleotide encodes a polypeptide having at least one biological activity of the polypeptide encoded by 

F" clone P00219_F06. (SEQ ID NO: 25), a polynucleotide encoding at least about 50 contiguous amino acids 

from amino acids 1 to 30 of SEQ ID NO: 28, whereu\s^poly^ encodes a polypeptide having at 

25 least one biological activity of the polypeptide encodecTby clone P00220_H05 (SEQ ID NO: 27), a 

polynucleotide encoding at least about 50 contiguous amino acids from amino acids 1 to 39 of SEQ ID 

NO: 30, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 

polypeptide encoded by clone P00222_G03 (SEQ ID NO: 29), a polynucleotide encoding at least about 50 

contiguous amino acids from amino acids 1 to 541 of SEQ ID NO: 33, wherein said polynucleotide 

30 encodes a polypeptide having at least one biological activity of the polypeptide encoded by clone 

P00225_C01 (SEQ ID NO: 32), a polynucleotide encoding at least about 50\:ontiguous amino acids from 

amino acids 1 to 30 of SEQ ID NO: 35, wherein said polynucleotide encodes a polypeptide having at least 

one biological activity of the polypeptide encoded by clone P00227_D11^ (SEQ ID NO: 34), a 

polynucleotide encoding at least about 50 contiguous amino acids from amino acids 1 to 100 of SEQ ID 

35 NO: 37, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 

polypeptide encoded by clone P00228_F03 (SEQ ID NO: 36), a polynucleotide encoding at least about 50 

contiguous amino acids from amino acids 1 to 65 of SEQ ID NO: 39, wherein said polynucleotide encodes 
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a polypeptide h&ung at least one biological activity of the polypeptide encoded by clone P00233_H08 
(SEQ ID NO: 38) A polynucleotide encoding at least about 50 contiguous amino acids from amino acids 1 
to 41 of SEQ ID No\ 39, wherein said polynucleotide encodes a polypeptide having at least one biological 
activity of the polypeptide encoded by clone P00235_G08 (SEQ ID NO: 40), a polynucleotide encoding at 
least about 50 contiguous amino acids from amino acids 1 to 46 of SEQ ID NO: 43, wherein said 
polynucleotide encodes ^polypeptide having at least one biological activity of the polypeptide encoded by 
clone P00239_Ci 1 (SEQ ID NO: 42), a polynucleotide encoding at least about 50 contiguous amino acids 
from amino acids 1 to 3n\>f SEQ ID NO: 46, wherein said polynucleotide encodes a polypeptide having 
at least one biological activity of the polypeptide encoded by clone P00240_E05 (SEQ ID NO: 45), a 
polynucleotide encoding at least about 50 contiguous amino acids from amino acids 1 to 58 of SEQ ID 

NO: 51, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 

\ 

polypeptide encoded by clone P00247_A04 (SEQ ID NO: 50), a polynucleotide encoding at least about 50 

\ 

contiguous amino acids from amino acids -35 to 387 of Fig. 29 (amino acids 1 to 422 of SEQ ID NO: 53), 
wherein said polynucleotide encodes\a polypeptide having at least one biological activity of the polypeptide 
encoded by clone P00248_B04 (SEQ^ID NO: 52), a polynucleotide encoding at least about 50 contiguous 
amino acids from amino acids 1 to\58 of SEQ ID NO: 55, wherein said polynucleotide encodes a 
polypeptide having at least one biological activity of the polypeptide encoded by clone P00249_F09 (SEQ 
ID NO: 54), a polynucleotide encoding at*leasTa^ contiguous amino acids from amino acids 1 to 52 
of SEQ ID NO: 57, wherein said polynucleotide encodes a polypeptide having at least one biological 
activity of the polypeptide encoded by clone ^P00258_A 10 (SEQ ID NO: 56), a polynucleotide encoding at 
least about 50 contiguous amino acids from\amino acids 1 to 245 of SEQ ID NO: 59, wherein said 
polynucleotide encodes a polypeptide having at^least one biological activity of the polypeptide encoded by 
clone P00262 C10 (SEQ ID NO: 58), a polynucleotide-encoding at least about 50 contiguous amino acids 
from amino acids 1 to 142 of SEQ^I^N2L^^ wlierem sa ^ polynucleotide encodes a polypeptide having 
at least one biological activity of the polypeptide encoded by clone P00269_H08 (SEQ ID NO: 62), a 
polynucleotide encoding at least about 50 contiguous^ amino acids from amino acids 1 to 49 of SEQ ID 
NO: 67, wherein said polynucleotide encodes a polypeptide having at least one biological activity of the 
polypeptide encoded by clone P00628__H02 (SEQ ID NC^ 66), a polynucleotide encoding at least about 50 
contiguous amino acids from amino acids 1 to 70 of SEQ ID NO: 69, wherein said polynucleotide encodes 
a polypeptide having at least one biological activity of the polypeptide encoded by clone P00629_C08 
(SEQ ID NO: 68), a polynucleotide encoding at least about 50 contiguous amino acids from amino acids 1 
to 1 13 of SEQ ID NO: 72, wherein said polynucleotide encodes a polypeptide having at least one biological 
activity of the polypeptide encoded by clone P00641J31 1 (SEQ ID, NO: 71), a polynucleotide encoding at 
least about 50 contiguous amino acids from amino acids 1 to 1 l^f of SEQ ID NO: 74, wherein said 

polynucleotide encodes a polypeptide having at least one biological activity of the polypeptide encoded by 

\ 

clone P00648 El 2 (SEQ ID NO: 73), a polynucleotide encoding at leastvabout 50 contiguous amino acids 




70 



from amino acids 1 to 97 of SEO ID NO: 76, wherein said polynucleotide encodes a polypeptide having at 
least one biological activity of the\polypeptide encoded by clone P00697 C03 (SEQ ID NO: 75); 

(f) a polynucleotide encoding at least about 50 contiguous amino acids from amino acids 1 to 23 
of SEQ ID NO: 26, wherein said polynucleotide encodes a polypeptide having at least one biological 
activity of the polypeptide encoded \y clone P00219_F06 (SEQ ID NO: 25) or amino acids 1 to 387 of 
SEQ ID NO: 53, wherein said polynucleotide encodes a polypeptide having at least one biological activity 
of the polypeptide encoded by clone P00248_B04 (SEQ ID NO: 52); 

(g) a polynucleotide of SEQ Ii\nOS:1, 3, 5, 7, 9, 11, 13, 15, 17, 19, 21, 23, 25, 27, 29, 31, 32, 
34, 36, 38, 40, 42, 44, 45, 47, 48, 49, 50, 52, 54, 56, 58, 60, 61, 62, 64, 65, 66, 68, 70, 71, 73, and 75; 

(h) the complement of a polynucleotide of (a) - (g); and 

(i) an antisense oligonucleotide capable of hybridizing with, and inhibiting the translation of, the 
mRNA encoded by a gene encoding a polypeptide of SEQ ID NOS: 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 
26, 28, 30, 33, 35, 37, 39, 41, 43, 46, 51 ? 53^55, 57, 59, 63 ; 67, 69, 72, 74, 76, or another mammalian 
homologue thereof. \ 

2. The polynucleotide of claim ^encoding a polypeptide comprising amino acids 1 to 233 
of SEQ ID NO: 26, amino acids 1 to 387 of SEQ ID NO>53. 

3. The polynucleotide of claim .1/comprising the sequence selected from the group 
consisting of SEQ ID NOS:l, 3, 5, 7, 9, 11, 13^17, 19, 21, 23^25^7, 29, 31, 32, 34, 36, 38, 40, 42, 44, 
45, 47, 48, 49, 50, 52, 54, 56, 58, 60, 61, 62,^64, 65^ 66, 68^71, 73, and 75. 

4. A vector comprising and ^apable^gf-expressing a poly- or oligonucleotide of claim 1. 

5. A recombinant host cell transformed with nucleic acid comprising a poly- or 
oligonucleotide of claim 1 . 

\ 

6. A recombinant host cell transformedt with the vector of claim 5. 

7. A method for producing a polypeptide comprising culturing a recombinant host cell 
transformed with nucleic acid comprising any of the polynucleotides of claim 1(a) - (g) under conditions 
such that the polypeptide is expressed, and isolating the polypeptide. 

8. A polypeptide comprising: \ 

(a) a polypeptide having at least about 80% identity with arnino acids selected from the group 
consisting of: amino acids 1 to 193 of SEQ ID NO: 4, amino acids 1 to 236 of SEQ ID NO:6, arnino acids 1 
to 61 of SEQ ID NO: 8, amino acids 1 to 92 of SEQ ID NO: 12, amino acids 1 to 86 of SEQ ID NO: 14, 
amino acids 1 to 36 of SEQ ID NO: 16, amino acids 1 to 83 of SEQ ID NO:18, amino acids 1 to 82 of SEQ 
ID NO:20, amino acids 1 to 462 of SEQ ID NO:22, amino acids 1 to 170 of SEQ ID NO:24, amino acids 1 
to 30 of SEQ ID NO:28, amino acids 1 to 30 of SEQ ID NO: 35, amino acids 1 to 100 of SEQ ID NO:37, 
amino acids 1 to 65 of SEQ ID NO:39, amino acids 1 to 46 of\SEQ ID NO:43, amino acids 1 to 313 of 
SEQ ID NO:46, amino acids 1 to 58 of SEQ ID NO:51, amino aciks 1 to 58 of SEQ ID NO:55, amino acids 
1 to 52 of SEQ ID NO:57, amino acids 1 to 245 of SEQ ID NO:59)amino acids 1 to 142 of SEQ ID NO:63, 
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amino acids 1 to 49 of SkQ ID NO:67, amino acids 1 to 70 of SEQ ID NO:69, amino acids 1 to 113 of 
SEQ ID NO:72, and amino\cids 1 to 97 of SEQ ID NO:76; or 

(b) a polypeptide encoded by nucleic acid hybridizing under stringent conditions with the 
complement of the coding region selected from the group consisting of: SEQ ID NOS:l, 3, 5, 7, 9, 11, 13, 

5 15, 17, 19, 21, 23, 25, 27, 29, 3l\32, 34, 36, 38, 40, 42, 44, 45, 47, 48, 49, 50, 52, 54, 56, 58, 60, 61, 62, 
64, 65, 66, 68, 70, 71, 73, and 75; \ 

(c) the polypeptides of (a) and (b) having at least one biological activity of the polypeptide 
encoded by clones P00184_D11 (SE^ ID NO:l), P00185_D11(SEQ ID NO:3), P00188_D12 (SEQ ID 
NO:5), P00188_E01 (SEQ ID NO:7), P00194_G01 (SEQ ID NO:9), P00194_G05 (SEQ ID NO:ll), 

10 P00194_H10 (SEQ ID NO:13), P00199_D08 (SEQ ID NO:15), P00203_D04 (SEQ ID NO:17), 
P00203_E06 (SEQ ID NO:19), P00209_F06 (SEQ ID NO:21), P00219_D02 (SEQ ID NO:23), 
P00219_F06 (SEQ ID NO:25), P00220_H05 (SEQ ID NO:27), P00222_G03 (SEQ ID NO:29), 
P00225_C01 (SEQ ID NO:32), P00227_D11 (SEQ ID NO:34), P00228_F03 (SEQ ID NO:36), 
P00233_H08 (SEQ ID NO:38), P00235J308 (SEQ ID NO:40), P00239_C11 (SEQ ID NO:42), 

15 P00240_E05 (SEQ ID NO:45), P00247^A04 (SEQ ID NO:50), P00248_B04 (SEQ ID NO:52), 
P00249_F09 (SEQ ID NO:54), P00258_A10^(SEQ ID NO:56), P00262_C10 (SEQ ID NO:58), 
P00269_H08 (SEQ ID NO:62), P00628/:H02 (SEQ^ ID NO:66), P00629_C08 (SEQ ID NO:68), 
P00641_G1 1 (SEQ ID NO:71), P00648 _/E12 (SEQ ID NO:73), P00697_C03 (SEQ ID NO:75). 
9. A composition comprising a polypeptide winch comprises: 

20 (a) a polypeptide having at least about 80% identity with amino acids selected from the group 

consisting of: amino acids 1 to 193 of ^Q^IDNO^^amhio acids 1 to 236 of SEQ ID NO:6, amino acids 1 
to 61 of SEQ ID NO: 8, amino acids 1 to 92 of SEQ ID NO:12, amino acids 1 to 86 of SEQ ID NO:14, 
amino acids 1 to 36 of SEQ ID NO: 16, amino acids 1 to 83 of SEQ ID NO: 18, amino acids 1 to 82 of SEQ 
ID NO:20, amino acids 1 to 462 of SEQ ID NO:22, amino acids 1 to 170 of SEQ ID NO:24, amino acids 1 

25 to 30 of SEQ ID NO:28, amino acids 1 to 30 of SEQ ID NO: 35, amino acids 1 to 100 of SEQ ID NO:37, 
amino acids 1 to 65 of SEQ ID NO:39, amino acids 1 to 46 of SEQ ID NO:43, amino acids 1 to 313 of 
SEQ ID NO:46, amino acids 1 to 58 of SEQ ID NO:51, amino acids 1 to 58 of SEQ ID NO:55, amino acids 
1 to 52 of SEQ ID NO:57, amino acids 1 to 245 of SEQ ID NO:59, amino acids 1 to 142 of SEQ ID NO:63, 
amino acids 1 to 49 of SEQ ID NO:67, amino acids 1 to 70 of SEQ ID NO:69, amino acids 1 to 113 of 

30 SEQ ID NO:72, and amino acids 1 to 97 of SEQ ID NO:76; or 

(b) a polypeptide encoded by nucleic acid hybridizing under stringent conditions with the 
complement of the coding region selected from the group consisting of: SEQ ID NOS:l, 3, 5, 7, 9, 11, 13, 
15, 17, 19, 21, 23, 25, 27, 29, 31, 32, 34, 36, 38, 40, 42, 44, 45, 47, 48, 49, 50, 52, 54, 56, 58, 60, 61, 62, 
64, 65, 66, 68, 70, 71, 73, and 75; wherein the polypeptides of (a) and (b) have at least one biological 

35 activity of the polypeptide respectively encoded by clones P00184 D11 (SEQ ID NO:l), 
P00185_D11(SEQ ID NO:3), P00188_D12 (SEQ ID NO:5), P00188_E01 (SEQ ID NO:7), P00194_G01 
(SEQ ID NO:9), P00194_G05 (SEQ ID NO:ll), P00194_H10 (SEQ^D NO:13), P00199_D08 (SEQ ID 
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NO: 15), P00203_D04 (SEQ ID NO:17), P00203_E06 (SEQ ID NO:19), P00209JF06 (SEQ ID NO:21), 

P00219JD02 (SEQ ID NO:23), P00219_F06 (SEQ ID NO:25), P00220_H05 (SEQ ID NO:27), 

P00222_G03 (SEQ ID NO:29), P00225_C01 (SEQ ID NO:32), P00227_D11 (SEQ ID NO:34), 

P00228_F03 (SEQ ID NO:36), P00233_H08 (SEQ ID NO:38), P00235J308 (SEQ ID NO:40), 

P00239_C11 (SEQ ID NO:42), P0024O_E05 (SEQ ID NO:45), P00247_A04 (SEQ ID NO:50), 

P00248_B04 (SEQ ID N0^2), P00249JF09 (SEQ ID NO:54), P00258_A10 (SEQ ID NO:56), 

P00262_C10 (SEQ ID NO:58), P00269_H08 (SEQ ID NO:62), P00628_H02 (SEQ ID NO:66), 



P00629_C08 (SEQ ID NO:68),\P00641_G1 1 (SEQ ID NO:71), P00648_E12 (SEQ ID NO:73), and 
P00697 C03 (SEQ ID NO:75), in admixture with a carrier. 

10. The compositionW claim 9 which is a pharmaceutical composition comprising an 



effective amount of said polypeptide m admixture with a pharmaceutically acceptable carrier. 

11. An antibody specifically binding a polypeptide of claim 8 . 

12. A composition comprising an antibody of claim 1 1 in admixture with a carrier. 

13. The composition of claim 9 which is a pharmaceutical composition comprising an 
effective amount of said antibody in admixture with a pharmaceutically acceptable carrier. 

14. A composition comprising an antagonist or an agonist of a polypeptide of claim 8. 



r / \ 

ainr 1 1 



15. The composition of clainr 11 which is a pharmaceutical composition comprising an 

X 1 

effective amount of said antagonist or said agonist in combination with a pharmaceutically acceptable 
carrier. / \ / 

16. A method for the treatment of a cardiac, renal or inflammatory disease, comprising 

V \ S 

administering to a patient in need an effective amount of a polypeptide of claim 8, or an antagomst or 
agonist thereof. ^ V" 

17. A method for the treatment of a cardiac, renal or inflammatory disease, comprising 
administering to a patient in need an effective amount of an antibody specifically binding to a polypeptide 
of the present invention. 

18. A method for screening a sutiject for a cardiac, renal or inflammatory disease 
characterized by the differential expression of the polypeptide selected from the group consisting of: SEQ* 
ID NOS: 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 33, 35, 37, 39, 41, 43, 46, 51, 53, 55, 57, 59, 
63, 67, 69, 72, 74, and 76, or an endogenous homologue^thereof, comprising the steps of: 

measuring the expression in the subject of said polypeptide or said endogenous homologue; and 
determining the relative expression of said polypeptide or said endogenous homologue in the 

subject compared to its expression in normal subjects, or compared to its expression in the same subject at 

\ 

an earlier stage of development of the cardiac, renal or inflammatory disease. 

\ 

19. The method of claim 15 wherein said subject is human and said endogenous homologue 
is a human homologue of the rat protein selected from the group consisting of: SEQ ID NOS: 2, 4, 6, 8, 10, 
12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 33, 35, 37, 39, 41, 43, 46, 51, 53, 55, 57, 59, 63, 67, 69, 72, 74, and 



76. 



\ 
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20. An array comprising one or more oligonucleotides complementary to reference RNA or 
DNA encoding a protein selected from the group consisting of: SEQ ID NOS: 2, 4, 6, 8, 10, 12, 14, 16, 18, 
20, 22, 24, 26, 28, 30, 33, 35, 37, 39v 41, 43, 46, 51, 53, 55, 57, 59, 63, 67, 69, 72, 74, and 76, or another 
mammalian (e.g. human) homologueWreof, where the reference DNA or RNA sequences are obtained 
from both a biological sample from a normal subject and a biological sample from a subject exhibiting a 
cardiac, renal, or inflammatory disease\r from biological samples taken at different stages of a cardiac, 
renal, or inflammatory disease. \ 

21. A method for detecting cardiac, kidney, or inflammatory disease in a human test patient 
comprising the steps of: ^ 

0 providing an array of oligonucleotides at known locations on a substrate, which array comprises 

oligonucleotides complementary to reference\DNA or RNA sequences encoding a human homologue of the 
protein selected from the group consisting of: BEQ ID NOS: 2, 4, 6, 8, 10, 12, 14, 16, 18, 20, 22, 24, 26, 28, 
30. 33. 35. 37 ; 39 ; 41 ; 43, 46 ; 51 ; 53, 55, 57,^59, 63, 67, 69, 72, 74, and 76 where the reference DNA or 
RNA sequences are obtained from both a biol Jgical sample from a normal patient and a biological sample 

5 from a patient potentially exhibiting cardiac,^ renal, or inflammatory disease, or from a test patient 
exhibiting cardiac, renal, or inflammatory disease, taken at different stages of such disease; 

exposing the array, under hybridization conditions, to a first sample of cDNA probes constructed 
from mRNA obtained from a biological sample from a corresponding biological sample of a normal patient 
or from a test patient at a certain stage of the disease; 

!0 exposing the array, under hybridization^ conditions, to a second sample of cDNA probes 

constructed from mRNA obtained from a biological sample obtained from the test; 

quantifying any hybridization between the first sample of cDNA probes and the second sample of 
cDNA probes with the oligonucleotide probes on the array; and 

determining the relative expression of genes encoding the human homologue of a protein selected 

>5 from the group consisting of: SEQ ID NOS: 2, 4, 6, 8, W 12, 14, 16, 18, 20, 22, 24, 26, 28, 30, 33, 35, 37, 
39, 41, 43, 46, 51, 53, 55, 57, 59, 63, 67, 69, 72, 74, and 76 in the biological samples from the normal 
patient and the test patient, or in the biological samples taken from the test patient at different stages of the 
disease. ^ 

22. A diagnostic kit for the detection of a cardiac, kidney or inflammatory disease comprising 

10 an array of claim 20. \ 

23. The diagnostic kit of claim 22 further comprising at least one of the following 

V components: 

\ ) (a) an oligonucleotide probe; 

/ (b) a PCR reagent 

15 (c) a detectable labe 

(d) a biological sample^ taken from a human subject; and 
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(e) an antibody to a polypeptide of any one of the sequences selected from the group consisting 
of: SEQ ID NOS: 2, 4, 6, 8, 10, 12, 1 A 16, 18, 20, 22, 24, 26, 28, 30, 33, 35, 37, 39, 41, 43, 46, 51, 53, 55, 
57, 59, 63, 67, 69, 72, 74, 76, and a further mammalian homologue thereof. 

24. The diagnostic kit of claim 22 wherein said biological sample is from blood or a tissue. 

25. The diagnostic kit on claim 21 wherein said tissue is a cardiac tissue. 

26. The diagnostic kit of claim 22 wherein said cardiac tissue is a left ventricular tissue. 
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